. H&E staining of the tumors for all IR doses (0, 2 and 6 Gy) in the general, positive and negative cell subpopulations of the MDA-MB-231 cell line.
. Values of apoptosis (%) at 0, 2 and 6 Gy IR doses measured 24 h after treatment in MCF-7 (A), MDA-MB-231 (B) and SK-BR-3 (C) cell lines in the general subpopulation and positive subpopulation cultures. Values are expressed as the mean ± SEM (error bars) of three independent experiments. Mean value for each experiment was calculated by averaging the triplicates (n = 3); *** p < 0.001. Table S1 . Expression values (fold change) of the genes detected in the 3D culture for all IR doses (0, 2 and 6 Gy) in the general, positive and negative cell subpopulations of the MCF-7, MDA-MB-231 and SK-BR-3 cell lines. Table S3 . Primer sequences used for the measurements of gene expression in qRT-PCR assays.
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Genes Primer Sequences
18S
Forward CGGCGACGACCCATTCGAAC Reverse GAATCGAACCCTGATTCCCCG
GADPH
Forward CACCAGGGCTGCTTTTAACTC Reverse CCTTGACGGTGCCATGGAATT
MMP-1
Forward AAGGCCAGTATGCACAGCTT Reverse TGCTTGACCCTCAGAGACCT
MMP-2
Forward TTTCCATTCCGCTTCCAGGGC Reverse TCGCACACCACATCTTTCCGT
MMP-3
Forward GGCTTTCCCAAGCAAATAGC Reverse GTGCCCATATTGTGCCTTCT
MMP-9
Forward CCTGCCAGTTTCCATTCATC Reverse GCCATTCACGTCGTCCTTAT
MMP-13
Forward AACATCCAAAAACGCCAGAC Reverse GGAAGTTCTGGCCAAAATGA
TIMP-1
Forward ACCAGACCACCTTATACCA Reverse CATTCCTCACAGCCAACA
TIMP-2
Forward TGCTTCTTGCCTGTTCTG Reverse CTGGACTTCTTACTATGCTTA
HDAC-1
Forward AAGACGACCCTGACAAGC Reverse AGACCTGGCACCCTTTAT
HDAC-2
Forward GGTAACTCCTGCTACTAAGAT Reverse GGTGCTATTGTGAATGTCTG
HDAC-4
Forward ACCTACCTGATGCCTGTT Reverse AACCTCCAACTCCACTGA Table S8 . Values of apoptosis (%) of the MCF-7 (A), MDA-MB-231 (B) and SK-BR-3 (C) cell lines in the general subpopulation and positive subpopulation cultures at 0, 2 and 6 Gy IR doses. 
IR Dose Apoptosis Values (%) General Subpopulation Positive Subpopulation
